Code for Kreiman, G. (2004) Identification of sparsely distributed clusters of cis-regulatory elements in sets of co-expressed genes. Nucleic Acids Res., 32:2889-2900.
Supplementary Information available at http://www.mit.edu/~kreiman/resources/cisregul/
paths

environmental variables

CODEDIR directory with code

DATADIR directory with data

we indicate below where the code is located in the default version. this can be rearranged by changing the code.

external code

alignACE
http://atlas.med.harvard.edu/download/
MotifSampler.linux.exe http://www.esat.kuleuven.ac.be/~thijs/Work/MotifSampler.html
meme
http://meme.sdsc.edu/meme/website/intro.html
(not provided here)

c code

	compare_cooc_outputs_v2.exe
	$CODEDIR/cpp/executables
	

	cooc_4m_v9.exe
	$CODEDIR/cpp/executables
	

	scan_allseq_v3.exe
	$CODEDIR/cpp/executables
	

	scan_motif_threshold_v4.exe
	$CODEDIR/cpp/executables
	

	scan_motif_v11.exe
	$CODEDIR/cpp/executables
	


These are linux executables files. I do not have executables for Windows/Mac but I will be glad to provide source code so that they can be compiled for other platforms.

perl code

	appendfiles.pl
	$CODEDIR/perl
	

	bl2seq_2sets_v2.pl
	$CODEDIR/perl
	

	cooc_checkresults_v12.pl
	$CODEDIR/perl
	

	extract_column.pl
	$CODEDIR/perl
	

	extract_row.pl
	$CODEDIR/perl
	

	extract_rows_v1.pl
	$CODEDIR/perl
	

	fileio_methods_v1.pl
	$CODEDIR/lib/perl
	

	generate_background_list.pl
	$CODEDIR/perl
	

	list_cooc_motifs.pl
	$CODEDIR/perl
	

	list_nonredundant_wm_v2.pl 
	$CODEDIR/perl
	

	ll2nm2ug.pl
	$DATADIR/db/locus_link/code
	

	merge_upexin.pl
	$CODEDIR/db/upstream_sequences/code
	

	motif_cluster_search_lib.pl
	$CODEDIR/perl
	

	motif_cluster_search_v3.pl
	$CODEDIR/perl
	

	parser_methods_v1.pl
	$CODEDIR/lib/perl
	

	preporth4alignace_v3.pl
	$CODEDIR/perl
	

	process_alignace_output.pl
	$DATADIR/db/util/alignace
	

	process_output_motif_sampler.pl
	$DATADIR/db/util/alignace
	

	retrieve_upstream_v3.pl
	$DATADIR/db/upstream_sequences/code
	

	scan_upstream_sequences_v2.pl
	$CODEDIR/perl
	


databases

I cannot redistribute any external databases that I did not create. But all of these are publicly available. They include:

TRANSFAC
http://www.gene-regulation.com/


Human and Mouse Genomes (NCBI)
http://www.ncbi.nlm.nih.gov/
Locuslink list (NCBI)
http://www.ncbi.nlm.nih.gov/LocusLink/
Homologene (NCBI)
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=homologene
